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Abstract - The recent review conversed about mutated
strain., The new mutated strains of the Corona virus are the
mutated strain of Covid 19, the strain - also known as
"variant" - is a version of the virus that includes a group of
mutations, which means that each mutated strain includes a
group of mutations. A mutation is a change in the
arrangement of the genetic material in the virus, and some of
these mutations may not leave a trace in the virus, but some
of them may affect its ability to transmit and infection. There
have been previous mutations recorded for the Corona virus,
including the English, Brazilian and South African strains.,
Pfizer has designed a suitcase-sized container that “keeps
doses at minus 70 for 10 days, holding 1,000 to 5,000 doses,
and needs to be filled with fresh, dry ice within 24 hours,
then tracked via GPS until it reaches the desired location,
with Not to open it more than twice a day, and for one
minute each time,” according to what was quoted today by
leaked documents from Pfizer yesterday, and its information
indicates that vaccination will not be an easy process, but
rather difficult for obstacles, especially since the
effectiveness of the vaccine begins 28 days after vaccination.
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I. Introduction
This mutation may be able to spread more easily than
previous forms of the virus. This is due to a mutation they
carry called (L452R) that affects the virus's "spike" protein,
the "key" that the virus uses to enter the body's cells. The
mutation discovered in California called (B1427) contains
the same mutation as (L452R) and is estimated to be about
(20% ) more transmissible than the previous form of the
coronavirus that was circulating during the first wave.
Mutations such as L452R that help in the link do not
necessarily cause more severe disease or make the
coronavirus more deadly. For example, the California
mutation B1427 (B1427) appears to spread more easily, and
preliminary research has not found it to be associated with
more severe infections or higher viral loads. The same could
be true of the mutation in India (B1617) although this
remains to be investigated. But a particular concern is the
effect the mutation might have on the effectiveness of the

vaccine. The vast majority of vaccines developed against the
Corona virus rely on targeting the spike protein. Because the
protein is on the outside of the virus, this is what your
immune system often "sees" during infection, and thus
makes effective antibodies against it. If mutations change the
shape of the spike protein, these antibodies may become less
effective. In fact, preliminary studies suggest that the
(L452R) mutation can help the virus evade the immune
system. Furthermore, (B1617) carries a second mutation,
called (E484Q), which also alters the spike protein. Research
suggests that similar mutations (affecting the same region of
the skeletal protein) may make the virus less susceptible to
pre-existing antibodies.

Il. The danger of mutation and mutation of the virus
According to officials in India, the high number of cases in
the country is not linked to these mutations, as the "B1617"
mutations have not been detected in large enough numbers to
determine whether they are directly responsible. However,
this may be due to a lack of data, and many experts have
stressed the importance of sequencing the virus to get a better
picture. And India recorded more than two thousand deaths
due to Covid-19 and about 300 thousand new infections
within 24 hours in one, which is one of the largest daily
numbers in the world since the beginning of the epidemic,
according to official data reported by Agence France-Presse.
Ministry of Health figures indicate that the number of new
infections recorded reached (295,000) in the last (24 hours) ,
which brings the total number of infections to (15.6 million)
in India. As for the number of deaths, it reached 2023,
bringing the total number of those who died from the
epidemic to (182,553 people). And the World Health
Organization has confirmed since the sharp rise in infections
that India - with a population of 1.3 billion people - is
fighting a "big battle again." "The situation was under
control a few weeks ago, and the second wave came like a
hurricane," .

I11. Mutations and mutations in viral strains
Like all viruses, the Corona virus (SARS-CoV-2) is
constantly mutating, and some random mutations allow it to
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spread further and resist acquired immune systems and
vaccines. Scientifically speaking, a virus is a genetic material
protected by a lipid membrane. With regard to the Corona
virus, this membrane is covered with spicules consisting of 3
identical proteins that enable it to cling to human cells, and
then fuse the membranes so that the viral genetic material
can penetrate the cell. Then, the virus transforms the cell's
machinery to produce its own protein and reproduce its cells.
But this "reproduction” process is not perfect, as an error
regularly slips into the different copies, and most of the time
the "variable" virus disappears as quickly as it first appeared,
but it succeeds in reproducing and spreading between
humans sometimes.

IV. How do dangerous strains develop?

The authors show that this natural process allows the virus to
evolve over time. Bruno Canard, director of research at the
National Center for Scientific Research, which specializes in
corona viruses, explains that "if the virus does not mutate, it
is easy to eliminate it very quickly. Just likewise, if it
mutates a lot, it produces a very large number of incomplete
and incomplete copies." capable of multiplying and
spreading. Researchers estimate that the SARS-CoV-2 virus
records about two new mutations per month. Based on the
original strain that was discovered in China, the virus formed
during the last period an evolutionary tree that now contains
thousands of branches, but only some of them pose a clear
danger. Among the rest, the English, Brazilian and South
African strains have gained worldwide attention. "These
strains have gone beyond the evolutionary framework of the
virus that has been observed so far," explains Etienne Simon
Laurier, a specialist in RNA viruses at the Pasteur Institute.
These strains are accompanied by dozens of new mutations,
and although it is difficult to prove this, the hypothesis that
the virus multiplies every time and for a long time is put
forward in people with weak immunity to the point of
accumulating all these mutations, before spreading
throughout the world. In addition, some of these mutations
seem to give the virus the advantage of spreading very
quickly, and taking precedence over other strains, which is
what happened with the English, Brazilian and South African
strains.

V. Most Contagious Mutations
Scientists’ concerns today focus in particular on the
mutations that can occur in the spike, which is centered on
the surface of the virus. The spike is the virus’s weapon that
enables it to penetrate human cells, and it is at the same time
its weak point that scientists have exploited to make
vaccines, as antibodies in the immune system rush to stick to
these spicules and prevent them from entering cells. The
researchers fear two things, firstly, the emergence of a
mutation at the level of the spike that makes the virus more
dangerous and more contagious, and secondly, that the
immune system - which has already received the vaccine -
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does not recognize this mutation, so it becomes unable to
provide the necessary protection for the body and the
vaccination becomes ineffective. For his part, French
researcher Etienne Simon Laurier explains that the more
intense the spread of the virus, the more mutations will
continue to appear, and the great risk is that vaccines will not
be effective in addressing new random mutations, which
means the epidemic will continue.

VI. Mechanism of Mutation in Covid

All viruses mutate naturally over time, and SARS-CoV-2 is
no exception. Since the virus was first identified in early
2020, thousands of mutations have appeared. The mutated
viruses are called strains, and most changes have little or no
effect on the characteristics of the virus, according to the
World Health Organization (WHO), and many of them
disappear over time. But every now and then the virus gets
lucky by mutating in a way that helps it survive and spread.
Experts around the world are watching the way the SARS-
CoV-2 virus (coronavirus) has developed so that
governments can respond to important changes in the virus.

VII. Delta strain

Much attention has recently been focused on the Delta breed,
which has proven to be a greater threat to public health than
previous breeds. First, the infection rate of this strain is about
60 percent higher than the infection rate of the alpha strain,
which actually has a 50 percent higher infection rate
compared to the original strain of the Corona virus. The
Delta strain already caused a second deadly wave of
infections in India in April and May, and it has also become
the dominant strain in Britain. This strain has been monitored
in more than 90 countries around the world, with confirmed
outbreaks in the United States, China, Africa, Scandinavia
and the Pacific region. UK data shows that people infected
with the delta strain who did not receive the vaccine are
twice as likely to be hospitalized than those who have had
the alpha strain.

VIII. Studies have also shown that the Delta strain is
associated with different symptoms compared to previous
strains of the Corona virus
The classic symptoms of Covid-19 approved by the National
Health Service in Britain are persistent cough, fever and loss
of sense of smell or taste. Professor Tim Spector, who
studies Covid symptoms through the Zoe Covid app, says
that although fever is still very common in the Delta strain,
loss of smell is no longer among its top ten symptoms.
Headaches, sore throat and runny nose are among the most
common symptoms associated with infection with this strain
in Britain. Prof Spector explains that this makes the virus
look like a "severe cold" for young people, which increases
the risk of them carrying the virus without realizing and

continuing to infect other people.
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IX. Delta Plus and Lambda strains

India is recovering from a second wave of Covid infection
that swept the country in April and May and on June 23 India
listed the Delta Plus mutation, a form of the current Delta
strain, among the strains of concern. It was first described by
Public Health England as being similar to delta but with an
additional mutation (K417N) vesbic protein that enables the
virus to attach itself to infected cells. Delta Plus is found in 9
other countries which are the USA, Britain, Portugal,
Switzerland, Japan, Poland, Nepal, Russia and China. The
Indian Ministry of Health says the Delta Plus strain spreads
more easily, binds more easily to lung cells, and is
potentially resistant to a type of treatment called monoclonal
antibody therapy. But leading virologists say there is not
enough data to support these conclusions and the World
Health Organization has not classified it as a concern or
concern. The World Health Organization says the lambda
strain is responsible for a significant increase in transmission
in Peru, Chile, Argentina and Ecuador. The World Health
Organization says the lambda strain is responsible for a
significant increase in transmission in Peru, Chile, Argentina
and Ecuador. However, the World Health Organization has
recently added the lambda strain to the list of strains of
interest. This strain has been associated with cases of Covid
in many countries, especially in South America and the
Andean region (Peru, Chile, Argentina and Ecuador). This
strain has been found in 29 countries, according to the Global
Bird Flu Data Sharing Initiative, which also shares data on
the coronavirus. "It is likely that the lambda strain is more
infectious, so this is the only way to explain its rapid
growth," Pablo Tsukayama, a bacteriologist from Cayetano
Heredia University in Peru and one of the researchers behind
the identification of the new strain, told the BBC.

X. Do vaccines provide protection against strains?
Studies show that available Covid vaccines are still effective
against new strains. Fortunately, studies have shown that the
available vaccines are still effective against the new strains
of SARS-CoV-2, but they are less effective against the newer
strains compared to the original strain of the Corona virus,
especially after only one dose of the vaccine. In a study by
Public Health England, a single dose of Pfizer or
AstraZeneca provided only 33% of protection against a delta
strain, compared to 50% against an alpha strain. However,
after the second dose, these rates rose to 88 percent for the
Pfizer vaccine, and 60 percent for the AstraZeneca vaccine.
A separate study by Oxford University confirmed that the
Pfizer and AstraZeneca vaccines were effective against the
delta and kappa strains detected in India. In the journal Cell,
the researchers referred to the two strains with their common
ancestry code, saying: "There is no evidence of widespread
infection, which indicates that the current generation of
vaccines will provide protection against the B1.617 strain."
But because the vaccines are not 100 percent effective, the
strains will also lead to hospitalizations and even deaths
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among the people who have been vaccinated, says the US
Centers for Disease Control and Prevention (CDC),
especially among people who took only one dose of the
vaccine. the vaccine. According to the Centers for Disease
Control and Prevention, more than 144 million people were
fully vaccinated in the United States as of June 14, and the
same period saw 3,729 infections and 671 deaths.

XI. How can we combat new strains?

Increasing the frequency of vaccination is a challenge in low
to middle income countries. Increasing the frequency of
vaccination is a challenge in low to middle income countries.
In response to the rapid spread of the Delta strain in Britain,
governments in England, Scotland and Northern Ireland are
working to reduce the time gap between the first and second
doses of the vaccine for older groups. Those over 40 can now
book appointments after 8 weeks, a shorter time gap than the
previous 12 weeks, with vaccinations also taking place on
the weekends:

a) Viruses tend to mutate, which is why new vaccines are
required to be developed each year.

b) Scientists have detected about 300,000 strains of
corona so far, but the latter is the fastest in spreading.

c¢) The novel coronavirus has a "self-correcting"
mechanism to preserve its DNA.

d) The new strain may have appeared in mid-September in
London or was, according to what the British
government adviser, Patrick Vallance, revealed.

e) The new strain is responsible for 60% of Corona
infections in Britain during the past week.

f) The new Corona strain spreads faster than the first
strain, and is 70 percent more transmissible.

g) Until now, scientists do not know whether the new
strain is associated with higher mortality rates or not.

h) Epidemiologists do not know whether the new strain is
affected by corona vaccines or not.

i) The German government announced that approved
vaccines are effective with the new strain.

j) Epidemiologists hope that the new vaccines will be
effective in stopping the spread of the virus in all its
strains.

k) The new strain carries a mutation called “N501Y” in
the “spicule” protein of the Corona virus, which is
present on its surface and allows it to attach to human
cells to penetrate.

) The new strain was spotted intermittently around the
world in Australia last June, the United States last July,
and in Brazil in April.

m) The new strain has the ability to spread in the blood
circulation rapidly.

n) Epidemiologists are beginning to analyze the behavior

of the new strain, and to study the effect of its antibody
response. Epidemiologists do not know if this strain is
related to the transmission of the virus to minks, which
appeared on farms in Spain and Denmark., figures(1,2).
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Fig(3): Development of Corona strain

XI1. Conclusion
Variant of interest or variant under investigation; A term
under which a group of SARS-CoV-2 mutations are
categorized. This classification is the third and last in the
scale of classifications for Corona mutations in the United
States, and second and penultimate in the same scale in the
United Kingdom and the European Union, topped by the
worrying degree Then the classification of mutations with
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severe consequences (in the United States), followed by the
classification of mutations under control in the United
Kingdom and the European Union, the latter classification is
not used in the United States. According to the Centers for
Disease Control and Prevention, there are currently a number
of interesting tagged mutations: B.1.617.
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